
Applications

CRISPR gene editing analysis with 
nf-core/crispseq: A pipeline for targeted and 
screening experiments

INTRODUCTION

CRISPR-Cas9 enables precise DNA editing and can be applied to a 
wide range of research areas, including drug discovery, molecular 
biology, functional genomics, disease modeling, agriculture, and 
gene therapies. Its utility extends to understanding gene function, 
identifying therapeutic targets, and advancing precision medicine.

Analysing CRISPR editing results can be a daunting task, often 
involving the use of complex and user-unfriendly software. This 
complexity can challenge interpreting results, and extracting 
meaningful insights from the data.

nf-core/crisprseq

nf-core/crisprseq is a pipeline for the assessment 
of CRISPR gene editing assays. This tool 
facilitates the analysis of a wide range of 
experiments, from targeted gene edits to 
large-scale functional screens. 
The pipeline accurately characterizes knockouts, 
knock-ins, base and prime editing, as well as 
gene modulation.
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Get in touch

       https://nf-co.re/crisprseq

       https://github.com/nf-core/crisprseq

        https://nfcore.slack.com/channels/crisprseq

Acknowledgements
nf-core/crisprseq targeted is based on CRISPR-A: Sanvicente-García M, García-Valiente A, Jouide S, Jaraba-Wallace J, Bautista E, Escobosa M, et al. (2023) 
CRISPR-Analytics (CRISPR-A): A platform for precise analytics and simulations for gene editing. PLoS Comput Biol 19(5): e1011137. 
https://doi.org/10.1371/journal.pcbi.1011137
We are grateful to the nf-core and nextflow communities for their support during the development.

Targeted

Screening

Workflow

https://nf-co.re/crisprseq/

